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            Marylyn D. Ritchie, PhD is a Professor in Genetics, Director of the Center for Translational Bioinformatics, and Associate Director for Bioinformatics in the Institute for Biomedical Informatics at the University of Pennsylvania School of Medicine.  Dr. Ritchie is a computational geneticist and biomedical informatician with a focus on detecting disease-susceptibility genes associated with common, complex human disease and integrating electronic health records with genomics. She has expertise in developing novel bioinformatics tools for complex analysis of big data in genetics, genomics, and clinical databases, in particular in the area of Pharmacogenomics.  Some of her methods include Multifactor Dimensionality Reduction (MDR), the Analysis Tool for Heritable and Environmental Network Associations (ATHENA), and the Biosoftware suite for annotating/ filtering variants and genomic regions as well as building models of biological relevance for gene-gene interactions and rare-variant burden/dispersion tests.  Dr. Ritchie has over 15 years of experience in the analysis of complex data and has authored over 300 publications (H-index 76).  She is one of Thomas Reuters Most Highly Cited Researchers for 2014.  Dr. Ritchie has extensive experience in leading large collaborative efforts; has been a part of national networks using electronic health records and genomics data; has excellent organizational and leadership skills.  Dr. Ritchie is well suited to be a collaborator on this project.
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